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4 (94~31 %PCN%) 1.8 102 CFU/g 3.4% 10 CFU/g
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Abstract

Coliform bacteria (including Escherichia,
Klebsiella, Enterobacter, and Citrobacter) are
present in the feces of warm-blooded animals,
places where there are human activities, and
places where fecal contamination is common.
The presence of coliform bacteria in food is a
hygiene indicator of fecal contamination. In
Taiwan, the commonly used method for the
detection and enumeration of coliform bacteria
is the MPN (most probable number) test as re-
commended by the Taiwan Bureau of Food and
Drug Administration (TFDA). In China, two
methods are used. The first one is the same
MPN test as the one used in Taiwan. The second
one is the direct plate method (DPM). The ISO
(International Organization for Standardization)
has recently proposed the use of the Enterobacte-
riaceae direct plate method to replace the MPN
method. In August 2018, the TFDA announced
a new method for detection of enteric bacteria
based on the Enterobacteriaceae direct plate
method of ISO. To compare the effectiveness

of the new TFDA method with that of the other
two methods (MPN and DPM), we examined
15 cold drink specimens and 2 standard coliform
control strains. The specimens were serially
diluted and cultured with the 3 different methods.
At 24 hours after inoculation, coliform colonies
on VRBA (violet red bile agar) and Enterobacte-
riaceae on VRBGA (violet red bile glucose agar)
plates were enumerated. Five of the 15 samples
showed negative results with all 3 methods. Two
samples had more than 1,100 MPN/g of coliform
bacteria. For the remaining 8 samples, the newly
published TFDA Enterobacteriaceae method
detected higher number of bacteria than the
other 2 methods (MPN and DPM). Results of
this study also indicated that 66.7% (10/15) of
the cold drinks were unsatisfactory in food
safety.

Keywords: Enterobacteriaceae, coliforms, MPN
method, hygiene indicator organisms
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